
Welcome to the Line search
tutorial



Go to the navigation bar and click on Line.

Enter the name of line
(eg. ANIF02), 

only 5 characters and
2 digit.



Select phenotypic
observations to display.

No

Display all selected
observations

Name of the
construct

used for the
transformati

on

Each co-cultured callus has produced an 
average of 4 independent transformed lins 
in our procedure.Click here to browse the
other lines derived the same co-cultured

callus.

No, means the
line has never

been requested
before.

Yes, means you
may have first
to get in touch
with previous

requester.

Meens is
line has no
associated

FST.

Meen there is
sufficient

seeds (T2) for 
distribution



Click to 
enlarge the

picture.

Retrun to the previous
screen, displaying overall
characteristics of the line.



Go to the navigation bar and click on Line.

Click to select a « 
CSV file » containing
a list (/row) of line ID.



Click over the line ID 
to obtain line

characteristics



Select phenotypic
observations to display.

No

Display all selected
observations

Name of the
construct

used for the
transformati

on

Each co-cultured callus has produced an 
average of 4 independent transformed lins 
in our procedure.Click here to browse the
other lines derived the same co-cultured

callus.

No, means the
line has never

been requested
before.

Yes, means you
may have first
to get in touch
with previous

requester.

Meens is
line has no
associated

FST.

Meen there is
sufficient

seeds (T2) for 
distribution



Click to 
enlarge the

picture.

Retrun to the previous
screen, displaying overall
characteristics of the line.


